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m Abstract Studies over the past 20 years have revealed that gene expression in
neurons is carried out by a distributed network of translational machinery. One com-
ponent of this network is localized in dendrites, where polyribosomes and associated
membranous elements are positioned beneath synapses and translate a particular pop-
ulation of dendritic mMRNAs. The localization of translation machinery and mRNAs

at synapses endows individual synapses with the capability to independently control
synaptic strength through the local synthesis of proteins. The present review discusses
recent studies linking synaptic plasticity to dendritic protein synthesis and mRNA
trafficking and considers how these processes are regulated. We summarize recent
information about how synaptic signaling is coupled to local translation and to the de-
livery of newly transcribed mRNAs to activated synaptic sites and how local translation
may play a role in activity-dependent synaptic modification.

INTRODUCTION

Synapses can undergo long-lasting changes in strength that likely contribute to
learning and memory. Many studies that have used protein synthesis inhibitors
have shown that long-lasting forms of behavioral and synaptic plasticity require
protein synthesis (Davis & Squire 1984, Bailey et al 1996, Kang & Schuman
1996, Mayford et al 1996, Nguyen & Kandel 1996, Schuman 1999). According
to this idea, behavioral experience or electrical activity at synapses induces the
synthesis of particular proteins that are critical for establishing enduring modifi-
cations. Possible roles for newly synthesized proteins include replacing degraded
proteins, increasing the levels of existing proteins, or expressing novel or alterna-
tively spliced forms of proteins.

0147-006X/01/0301-0299%$14.00 299



300

STEWARD ® SCHUMAN

Newly synthesized proteins must be made from messenger RNAs (mMRNAS) that
are present constitutively or from mRNAs that are synthesized as a consequence of
transcriptional activation. If the required proteins are made using existing mRNAs,
then there must be a mechanism for regulating translation via synaptic activity.
As discussed below, there exist signal transduction pathways that are activated by
synaptic events, resulting in the stimulation of translation. If new gene expres-
sion is required, there must be signaling from the synapse to the transcriptional
machinery of the neuron.

Recently synthesized proteins also need to be made available, selectively, to
those synapses undergoing changes in strength. The observation that individual
neurons are endowed with so many synapses suggests the capability of inde-
pendently processing and storing many bits of information. Electrophysiological
experiments have confirmed this to some extent; anatomically isolated groups of
synapses on the same cell can be modified independently. Thatis, given two sets of
afferents that converge on the same postsynaptic cell, the enhancement of synaptic
strength at one set of afferents does not spread to enhance synaptic strength at
the other set of afferents (e.g. Andersen et al 1977). This property of synaptic
plasticity is often referred to as “input specificity.”

Inthe CA1 region of the hippocampus, input specificity holds only if the two sets
of afferents are spatially remote. If they are close60um), there may be some
heterosynaptic enhancement (Bonhoeffer et al 1989, Engert & Bonhoeffer 1996,
Schuman & Madison 1994). Hence, it may be more accurate to describe long-term
potentiation (LTP) in the CAL region as “site” rather than “input specific.” In the
dentate gyrus, the situation is somewhat different in that activation of one set
of afferents to a particular dendritic segment produces LTD at inactive synapses
that terminate nearby (a form of heterosynaptic depression; see Levy & Steward
1979, 1983). Again, this heterosynaptic interaction does not occur when inputs
are spatially separate (White et al 1988, White et al 1990).

Given these issues of specificity and protein synthesis dependence, there must
exist cell-biological mechanisms that allow synapses to independently control their
strength. If the source of new proteins is the soma, neurons could utilize known
protein transport and targeting mechanisms coupled with a “tag” or “marker” gen-
erated by synaptic activity (Martin et al 1997, Frey & Morris 1997). According
to this idea, newly synthesized proteins are selectively deposited or stabilized at
sites containing the tag. Another solution involves the local, rather than somatic,
synthesis of proteins at synaptic sites. This idea circumvents the need for a pro-
tein trafficking/capture mechanism, but does potentially require a mechanism for
targeting the mRNA to activated synapses.

The notion of dendritic protein synthesis had its roots in the discovery of
synapse-associated polyribosome complexes (SPRCs)—polyribosomes and as-
sociated membranous cisterns that are selectively localized beneath postsynaptic
sites on the dendrites of central nervous system (CNS) neurons (Steward 1983,
Steward & Fass 1983, Steward & Levy 1982). Based on the assumption that form
implies function, the highly selective localization of SPRCs beneath synapses
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suggested the followingaj the translation machinery might synthesize key molec-
ular constituents of the synapse, abylt(anslation might be regulated by activity

at the individual postsynaptic sites. As discussed below, there is now substantial
evidence to support these ideas. In addition, many of the mRNAs that are present
in dendrites have been identified; there is now considerable evidence that these
MRNAs enable a local synthesis of the encoded proteins (Steward et al 1996,
Steward & Singer 1997).

What has been missing until recently is a link between synaptic activation
and either the transport of mMRNAs into dendrites or the local translation of these
MRNAs on site. In this review, we summarize some of the recent data that establish
this link and also begin to address the mechanisms underlying mRNA trafficking
and local translation. We begin with a brief review of the nature of the protein-
synthetic machinery thatis present at synaptic sites and provide an update regarding
MRNAs that are localized in dendrites (and thus potentially are present at SPRCSs).
We summarize recent evidence that local translation of mRNA at the synapse may
be regulated by synaptic activity and then summarize new information regarding
how afferent activity regulates the translation and trafficking of dendritic mMRNAs.
We review the data suggesting that dendritic protein synthesis plays a key role
in long-term synaptic modifications. Finally, we consider how these pieces might
fit together to suggest a mechanism by which protein synthesis at the synapse
mediates long-term synaptic modifications induced by activity.

THE MACHINERY FOR PROTEIN SYNTHESIS
AT SYNAPTIC SITES

Localization

Synapse-associated polyribosome complexes are precisely localized in the post-
synaptic cytoplasm. One very important feature of SPRCs is the selectivity of
their localization. Quantitative electron-microscopic analyses have revealed that
the vast majority of the polyribosomes that are present in dendrites are precisely
positioned beneath postsynaptic sites and are absent from other parts of the den-
drite (Steward & Levy 1982). SPRCs are most often localized at the base of the
spine, in the small moundlike structures from which the neck of the spine emerges.
Thus, SPRCs are located within or near the portal between the spine neck and the
shaft of the dendrite—the route through which current must flow when spine
synapses are activated. In this location, SPRCs are ideally situated to be influ-
enced by electrical and/or chemical signals from the synapse as well as by events
within the dendrite proper. An important implication of this selective localization

is that there be some mechanism that causes ribosomes, mRNA, and other compo-
nents of the translational machinery to dock selectively in the postsynaptic cyto-
plasm. The mechanisms underlying this highly selective localization remain to be
established.
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Although most dendritic polyribosomes are localized beneath synapses, a few
clusters of ribosomes are localized within the core of the dendritic shaft (Steward &
Levy 1982). Itis not yet known whether these represent a different population than
the synapse-associated polyribosomes. One possibility is that the polyribosomes
in the dendritic core are associated with mRNAs that encode proteins that are not
destined for synaptic sites but play some other role in dendritic function. This
speculation is of particular interest given the functional diversity of the mRNAs
that have been identified in dendrites (see below). Alternatively, the clusters of
polyribosomes in the core of the dendrite may represent packets of mMRNAs and
ribosomes that are in transit from the cell body.

SPRCs are often associated with membranous organelles in a rough endoplas-
mic reticulum (RER)-like configuration. Serial section reconstructions of mid-
proximodistal dendrites of dentate granule cells and hippocampal pyramidal cells
revealed that-50% of the polyribosomes are found in association with tubular
cisterns (Steward & Reeves 1988). A common configuration is one in which the
ribosomes seem to surround a blind end of a cistern. Thus, the SPRC/cisternal
complex may be a form of RER that could allow the synthesis of integral mem-
brane proteins or soluble proteins destined for release. Evidence in support of this
hypothesis is considered in more detail below.

Interestingly, the cisterns with which SPRCs are associated are sometimes con-
nected with a spine apparatus (Steward & Reeves 1988). The significance of these
connections is not known. One interesting hypothesis is that the spine apparatus
may be involved in some aspect of posttranslational processing of proteins that
are synthesized at the SPRCs (more on this below).

Synapse-Associated Polyribosome Complexes at Different
Types of Synapses

SPRCs are present at spine synapses on different neuron types. Quantitative anal-
yses of polyribosomes have been carried out on dentate granule cells, hippocampal
pyramidal cells, cortical neurons, and cerebellar Purkinje cells. These analyses
reveal that SPRCs are present in a roughly similar configuration in all of the spine-
bearing neurons that have been evaluated.

Estimates of the incidence of polyribosomes at spine synapses vary depending
on the quantitative methods used. In evaluations of single sectidri€/—15%
of the identified spines have underlying polyribosomes (Steward & Levy 1982).
However, this is clearly an underestimate because not all of the area under a spine
is contained within a single section. Serial section reconstructions of dendrites in
the dentate gyrus reveal that the actual incidence of polyribosomes in spines on
mid-proximodistal dendrites is25% (Steward & Levy 1982). The estimates of
incidence also depend on the counting criteria. Studies that have used serial section
reconstruction technigues to evaluate the distribution of individual ribosomes (not
polyribosomes) yield higher estimates of incidence (Spacek & Hartmann 1983).
For example, in pyramidal neurons in the cerebral cortex, 82% of the reconstructed
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spines had ribosomes in the head, 42% had ribosomes in the neck, and 62% had
ribosomes atthe base. Incerebellar Purkinje cells, 13% of the spines had ribosomes
in the head, and 22% had ribosomes at the base. It is likely that an important
reason for the higher incidence values in this study is that single ribosomes were
counted rather than polyribosomes. In any case, it is clear that polyribosomes
are a ubiquitous component of the postsynaptic cytoplasm in a variety of neuron
types.

SPRCs are also present at nonspine synapses. There have been no detailec
guantitative evaluations of polyribosome distribution in the dendrites of nonspiny
neurons, but itis clear that the same basic relationships exist as in spiny dendrites.
For example, polyribosomes are often present beneath shaft synapses in association
with submembranous cisterns and are found beneath both asymmetric (presumed
excitatory) and symmetric (presumed inhibitory) synapses. Polyribosomes are also
localized beneath synapses on axon initial segments (Steward & Ribak 1986). This
localization is noteworthy for two reasons: first, it extends the generality of SPRCs
to yet another type of postsynaptic location; second, most (perhaps all) synapses
on axon initial segments ugeaminobutyric acid as their neurotransmitter and are
thus inhibitory. Axon initial segments also contain organelles that appear identical
to spine apparatuses, known cisternal organelles. Based on the localization of sub-
synaptic cisternal organelles beneath both excitatory and inhibitory synapses on
axon initial segments, it may be worthwhile to reconsider the possible functions
of these enigmatic organelles. This is especially true because previous hypothe-
ses have focused on functions that would be especially important at excitatory
synapses and perhaps of minimal importance at inhibitory synapses (é'g. Ca
sequestration).

If protein synthetic machinery is localized at synapses in order to synthesize
some of the components of the synaptic junction, one would expect SPRCs to be
especially prominent at synapses during periods of synapse growth. This is the
case. Polyribosomes are very abundant in the dendrites of developing neurons and
again appear to be preferentially localized beneath postsynaptic sites, although
the degree of selectivity has not been evaluated quantitatively (Steward & Falk
1986).

PROTEINS SYNTHESIZED AT SYNAPSES

The discovery of polyribosomes beneath synapses focused attention on the ques-
tion of what proteins were synthesized in the postsynaptic cytoplasm. The ap-
proaches that have been used to address this question include the following:
(a) biochemical studies of proteins synthesized by subcellular fractions enriched
in pinched-off dendriteshyj in situ hybridization analyses of the subcellular distri-
bution of mMRNAs in neurons, and)(molecular biological analyses of the comple-
ment of MRNASs in isolated dendrites, most often from immature neurons grown
in culture.
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Proteins Synthesized in Subcellular Fractions

Biochemical approaches take advantage of subcellular fractionation techniques
that allow the isolation of synaptosomes with attached fragments of dendrites
that retain their cytoplasmic constituents, including polyribosomes and associated
mRNAs. We have called these “synaptodendrosomes” (Rao & Steward 1991a).
Others have used similar fractions prepared by filtration, which are termed “synap-
toneurosomes” (Weiler & Greenough 1991, 1993; Weiler et al 1997).

The major limitation in using synaptodendrosomes or synaptoneurosomes to
study dendritic protein synthesis is that the fractions are contaminated with frag-
ments of neuronal and glial cell bodies. For example, high levels of the mRNA
encoding glial fibrillary acidic protein are present (Chicurel et al 1990, Rao &
Steward 1991b), and it is likely that there are also fragments of neuronal cell bod-
ies containing mMRNAs that are normally not present in dendrites. The problem
of contamination can be partially circumvented by focusing on proteins that are
synthesized in synaptosomes and then assembled into synaptic structures. For ex-
ample, pulse-labeling techniques have been used to label the proteins synthesized
within synaptosomes and then subcellular fractionation and detergent extraction
techniques have been used to prepare synaptic plasma membranes and fractions en-
riched in synaptic junctional complexes (the postsynaptic membrane specialization
and associated membrane). The proteins that were synthesized within the synapto-
dendrosomes and assembled into the synaptic plasma membrane and synaptic junc-
tional complex were then characterized using polyacrylamide gel electrophoresis
combined with fluorography (Leski & Steward 1996, Rao & Steward 1991a). This
strategy has revealed characteristics of the labeled bands, but so far, the approach
has not provided definitive identification of the labeled proteins. This combined
strategy also has the limitation that it is useful only for proteins that are assembled
into the synaptic membrane or synaptic junctional complex. Thus, proteins that
are not assembled into the synapse are not detected.

Studies using synaptoneurosome fractions without the secondary purification
step of subcellular fractionation have provided evidence for the dendritic synthe-
sis of one novel protein that had not previously been identified—fragile X mental
retardation protein (FMRP) (Weiler et al 1997). FMRP is encoded byirtié
gene, which is affected in human fragile X syndrome. Treatment of synaptoneuro-
somes with agonists for metabotropic glutamate receptors caused a rapid increase
in the amount of FMRP in the synaptoneurosome fractions, as determined by
Western blot analysis. These data suggested that FMRP was being synthesized
within the fractions and that the synthesis was enhanced by metabotropic glu-
tamate receptor (mGIuR) activation. This evidence has led to the idea that the
neuronal dysfunction that is part of fragile X syndrome may result from a dis-
ruption of local synthesis of protein at synapses (Comery et al 1997, Weiler et al
1997).

There are some inconsistencies, however, in the story regarding fragile X mental
retardation protein (FMRP). In the first place, in situ hybridization analyses indicate
that FMRP mRNA is not evident in dendrites of neurons in vivo (Hinds et al 1993,
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Valentine et al 2000). One can conceive of reasons why an mRNA might not
be detected in dendrites by in situ hybridization. For example, the mRNA could
be present at levels that are below the threshold for detection by standard in situ
hybridization techniques. This possibility must be reconciled with the biochemical
data, however, which indicate an almost twofold increase in the amount of FMRP
detectable by Western blots within 5 min after treatment with mGIuR agonists
(Weiler et al 1997). Presumably such a large change in protein concentration
could be achieved only if the levels of the mMRNA were substantial.

It has also been suggested that FMRP plays a role in the regulation of trans-
lation of MRNAs at synapses (Feng et al 1997). This hypothesis is based on two
facts: @) FMRP is an RNA-binding protein, ant)Yimmunocytochemical studies
reveal that the protein is localized at polyribosome clusters in neuronal dendrites.
Localization at dendritic polyribosomes is also consistent with the hypothesis that
FMRP is synthesized within dendrites. It is clear that the story regarding FMRP is
an evolving one.

The only other identified protein that has been shown to be synthesized in
synaptoneurosomes is the alpha subunit of calcium-/calmodulin-dependent pro-
tein kinase Il (CAMKII) (Sheetz et al 2000). These studies involved metabolic
labeling with3®S-methionine followed by two-dimensional gel electrophoresis and
fluorography or by immunoprecipitation of metabolically labeled protein using an
antibody against CAMKII. Synthesis by fragments of neuronal-cell bodies or glia
cannot be excluded in these experiments, but dendritic synthesis is supported by the
observation that the labeling was regulated by treatment with neurotransmitters.
Although it was already known that the CAMKII message is present in dendrites,
this study documents that this mRNA is in actuality translated in synaptoneuro-
somes.

There have been continuing efforts to refine subcellular fractionation approaches
so as to yield fractions of greater purity. In this regard, one recent study reported
a fractionation approach that yields synaptosomes in which glial-fibrillary-acidic-
protein mMRNA is not detected by reverse transcription-polymerase chain reaction
(Bagni et al 2000), suggesting a lack of contamination by glial fragments. Pre-
viously identified dendritic mRNAs such as those encoding CAMKII, Arc, and
an inositol 1,4,5 triphosphate (InsP3) receptor InsP3R1were detected in the same
fractions. These studies also demonstrated thatthe mRNA for CAMKII was associ-
ated with polysomes and that the fraction associated with polysomes was increased
by neurotransmitter activation. Interestingly, the mRNA for FMRP was also de-
tected in these fractions by reverse transcription-polymerase chain reaction. Thus,
these fractions may represent a purer population of synaptodendrosomes than has
been available previously, which could provide a means to identify novel dendritic
MRNASs.

mRNAs in Dendrites in Vivo

Important clues about the identity of the proteins that may be synthesized at
synapses have been obtained from in situ hybridization analyses that document the
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presence of particular mRNAs in dendrites. In most studies, dendritic localization
has been inferred by the pattern of labeling in brain regions where neuronal cell
bodies are concentrated in discrete layers and where there are distinct neuropil
layers that contain dendrites and axons but few neuronal cell bodies (e.qg. cortical
regions including the hippocampus and the cerebellar cortex). Definitive evidence
that the mRNA is in fact present in dendrites (and not in glial cells) can be obtained
using nonisotopic in situ hybridization techniques. Dendritic localization can also
be confirmed by studies of neurons in culture, although one must consider the
possibility that neurons in culture may express an unusual complement of MRNAs
or sort mMRNAs in different ways than neurons in vivo.

Oneimportant caveatis thatthe presence of a particular mMRNA in dendrites does
not establish that the mRNA is translated at synapses. There are polyribosomes in
dendrites that are not localized beneath synapses, and these polyribosomes could
be associated with a different set of mMRNAs than are translated in the postsynaptic
cytoplasm (Steward & Reeves 1988). Nevertheless, identification of mMRNAs that
are present in dendrites provides candidates for synapse-associated mRNAs that
can be further evaluated in other ways.

Table 1 lists the mRNAs for which the evidence for dendritic localization in
vivo is strong. All of the RNAs listed extend for several hundred micrometers from
the cell body. Certain other mRNAs that are localized primarily in cell bodies may
extend slightly into proximal dendrites. For example, it has been reported that
the mRNAs for two protein kinase C substrates (F1/GAP43 and RC3) extend
somewhat further into the proximal dendrites of forebrain neurons than other “cell
body” mRNAs. (Laudry et al 1993). The differences in the distribution of MRNAs
encoding F1/GAP43 and RC3 vs other cell body mRNAs are slight and indeed
were not evident in studies using nonisotopic in situ hybridization techniques that
produced heavy labeling over cell bodies (Paradies & Steward 1997).

Taken together, the information on mMRNAs in dendrites allows several gener-
alizations:

1. A number of different MRNAS that encode unrelated proteins are present in
dendrites. The proteins encoded by mRNAs that are present in dendrites
include a variety of different classes of protein (Table 1), including
cytoplasmic, cytoskeletal, integral-membrane, and membrane-associated
proteins. The proteins also have very different functions. Thus, it is likely
that the translation of these mRNAs subserves different aspects of cellular
and synaptic function [for additional discussion of this point, see Steward
(1997)].

2. All of the dendritic mMRNAs that have been identified so far are expressed
differentially by different types of neurons. This is especially evident when
considering the mRNAs that are present in the dendrites of forebrain
neurons vs cerebellar Purkinje cells. For example, the mRNAs for MAP2,
CAMKII, dendrin, and Arc are found in forebrain neurons, but are not
expressed at high levels by Purkinje cells. Purkinje cells, on the other
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hand, express a different complement of mMRNAs including the InsP3
receptor and other C&-interacting proteins, for example L7 and PEP19
(Bian et al 1996). These mMRNAs are expressed by Purkinje cells and a few
other neuron types. The fact that different mixtures of mRNAs are present
in the dendrites of different cell types suggests that dendritic protein
synthesis may have different purposes in different cell types.

. Although a number of mMRNAs are present in the dendrites of forebrain
neurons, the patterns of expression and subcellular distributions of the
MRNAs are different. The mRNAs encoding CAMKII, dendrin, and Arc
(when induced) are localized throughout the dendrites. In contrast, the
mRNA for microtubule-associated protein 2 (MAP2) is found at high levels
in the proximal one third to one half of the total dendritic length, but it is
not detectable in distal dendrites of most neurons. The mMRNAs that are
present in the dendrites of Purkinje cells also exhibit different localization
patterns. For example, the mRNA for the InsP3 receptor is present
throughout dendrites but is concentrated in the proximal one third of the
total dendritic length. The mRNA for L7 appears to be more uniformly
distributed throughout the dendrites (Bian et al 1996). Studies of the
trafficking of the immediate early gerec also reveal that the complement
of dendritic mMRNAs can vary over time in an activity-dependent fashion
(see below). These findings indicate that the capability exists for a
different mixture of proteins to be synthesized locally at different times in
different neuron types and different dendritic domains, providing a
considerable complexity in the mechanisms underlying protein synthesis at
synapses. Also, the variety of subcellular distributions implies that there
must be multiple signals mediating mMRNA localization within dendrites.

. The presence of MRNAs encoding different classes of proteins implies the
existence of different types of translational machinery in dendrites. MAP2,
CAMKII, and Arc are nonmembrane proteins and thus would presumably
be synthesized by free polysomes. In contrast, the InsP3 receptor is an
integral membrane protein that presumably must be synthesized by
membrane-bound ribosomes (RER). As noted above, electron-microscopic
studies have revealed subsynaptic polyribosomes closely associated with
membranous cisterns that may represent a form of RER (Steward & Reeves
1988). However, the InsP3 receptor is also a glycoprotein; thus, there is the
guestion of how the newly synthesized protein is glycosylated (see below).

. The dendritic localization of some mRNAs may be developmentally
regulated. For example, the mRNA for calmodulin can be detected by in
situ hybridization in dendritic laminae of developing, but not mature
animals (Berry & Brown 1996). This is consistent with the idea that local
dendritic protein synthesis is especially important during periods of
synaptogenesis (Palacios-Pru et al 1981, 1988; Steward & Falk 1986).
Several other mMRNAs have been shown to be present in the dendrites



nungrseydpe

J0)daoey auelquiaw feifeiu| [ewixoid SUOIMBUOION 10100031 BUIDAID
Jo1deoey auelquiew feiba| £dIPpIW-fewixold snuAB sreiueq sTH VAN
aseuny [NV Ylim poIe 100sSe-auRIquIBLL (sisauabordeuss Bulinp) s|paaluning
uonounfuoo ui Buieubss | D pue -wsedoifd 3|ppIW-wIxoid ‘sndwedodd iy ‘110D Julinpow e
Buipubis wneus yungns
J01de%a. o1ydo.joce N paIe 100SSe-aUR.IqUUB [N noybnoayl  ‘snuAB arejusp ‘snduresoddiy ‘xeno)  ewuweb julold-9
X910J [elcpied
umoudun aue.quisLU dAIRRING noybnouy L ‘snJAB arejuep ‘snduresoddiH putipueQ
uploid ruonoun| snjnwiis Buonpul uo Bulpuadap
ondeuss Bulpuig-unoy poIRI00SSe-UoR PYS0IAD  (paonpul uaym) Inoybnodyl  snuAb arejuep ‘sndwesoddiy ‘Xeu0) ST Biypiy
Buieubss | 0D Asuep ondeussisod jungnseyde
aseu| puonoUNIRINIA paTe100sSe-auRIqU [N noybnoayl  sniAB arusp ‘sndwedoddiy ‘X100 PSeudt [IINVD
pa7e d0osse 8 NNI0IIA [ XS0 Z/T—€/T PWXOKd  SnAB arejuep ‘sndwedoddiy ‘Xe1i0d eedVIN
uolouNy URI0Id upioid JoSSe|D  S9lIIpUSP UI UOITezIedo ] adA1 [pD VNYW

uoeZIPUGAL NS U1 AQ OAIA UISUOINBU JO SB1LIPUBP UMM PSZ1[e30]| 3] O} UMOUS USSg a/ey Yl SYNYW T 378V



‘9661 e B Lelg
"€66T B 1 1yoInINd
"L66T premeIS B saipeled |
/66T e B Usexeld |

/66T e BRI

1661 [ ® fopzzes g
'966T umoig 9 Alg |
“Y66T [ 18 UGSTeM o

/66T 2 © GH p

'S66T [ 1 PI0JAT ‘GE6T B B MU,

‘0667 [ B ulbing ¢
'886T 2 1 BURD

‘SusWIBes fewixo.d 1Sow 8y} Ul AJUo paziedo| ale eyl S YNHW S.1e UMoyS 10N

Buipuiq ;20
¢Puireubs ausboouo
490d 01 ABojowoH

Bureubs |20

Jusuwe|ljoIneN
apndedoineN

o1wse|doiIfD

éolwse|doif)

(wnnanaJ o1wse|dopud)
auelgquiBw iG]

[e1e p3s01AD
a|gnjos

PAILIBUO UWIXOA]

noybnoay L

(Ajpewxoud paresusduod)
noybnoay L

9|PPIW-EewWIixo.d
9|PPIW- W IX0id

s|e2alupind

s|poalupind

s|eaaluning

suoINsu JengiIssA
easAydodAyowre eylodAH

6Td3d
L1

V_LQ%R: £dsu|

(89 upioid
uBWe oINS N

uissaidosen



310

STEWARD ® SCHUMAN

of young neurons developing in vitro. For example, the mRNAs for
brain-derived neurotrophic factor (BDNF) and tyrosine kinase (trkB)
receptors extend into the proximal 30% of the total dendritic length of
hippocampal neurons in culture (Tongiorgi et al 1997). Potassium-induced
depolarization (Tongiorgi et al 1997) or BDNF treatment (Righi et al 2000)
increases the extent of dendritic labeling, so that the mRNAs extend to an
average of 60%—70% of the total dendritic length. Despite the easily
detectable dendritic labeling in neurons in vivo, the mRNAs for BDNF and
trkB receptors appear to be largely restricted to the region of the cell body
in young neurons in vivo (Dugich et al 1992). It remains to be seen
whether a dendritic localization can be induced in neurons in vivo by
manipulating neuronal activity.

Another mRNA that has been demonstrated in the dendrites of hippocampal
neurons in vitro encodes the fatty acylated membrane-bound protein ligatin. Flu-
orescent in situ hybridization analyses indicate that the mRNA for ligatin extends
for >100 um into the dendrites of hippocampal neurons in culture; indeed, the
dendritic labeling produced by ligatin probes is nearly as extensive as that pro-
duced by probes for CAMKII (Severt et al 2000). Nevertheless, previous studies
of ligatin mMRNA distribution in neurons in vivo reveal that the mRNA is largely
restricted to the cell body region of hippocampal neurons in vivo (Perlin et al
1993). Itis possible that the radioisotopic in situ hybridization techniques used in
the earlier study in vivo were not sufficiently sensitive to detect mRNA in dendritic
laminae.

mRNAs in Dendrites of Neurons in Vitro

One approach to identifying dendritic mMRNAs has been to use patch pipettes to
aspirate the cytoplasmic contents of individual dendrites of neurons grown in cul-
ture and then use RNA amplification techniques to clone the mRNAs (Miyashiro
et al 1994). This study provided intriguing evidence that there may be a substan-
tial number of MRNAs in dendrites, many of which remain to be characterized.
However, there are certain inconsistencies between these and other findings. For
example, the mRNAs for GIuR1 receptors were detected, although the mRNAs
for these receptors have not been detected by in situ hybridization in dendrites of
neurons in vivo or in vitro. The reason for the disparity of results is not clear.

There are several possible explanations for the inconsistencies. One possibility
is that Miyashiro et al analyzed cytoplasm from dendrites of very young neurons
developing in culture. These might contain a different complement of mMRNAs
than the dendrites of mature neurons. Another possibility is that the amplification
techniques detect mRNAs that are present in such low abundance that they are not
easily detected using routine in situ hybridization techniques. Itis also conceivable
that some of the mRNASs in dendrites are in a form that somehow interferes with
hybridization by complementary probes.
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New Dendritic mRNAs

It is almost certain that there are more dendritic mMRNAs yet to be found. For
example, biochemical studies of proteins synthesized within synaptodendrosomes
suggestthat several as yet unidentified constituents of synaptic junctions are locally
synthesized within dendrites (Rao & Steward 1991a, Steward etal 1991). The most
prominent of these are not in a molecular-weight range that would be consistent
with their being the translation products of known dendritic mMRNAs. Systematic
searches for new members of the family of dendritic mMRNAs must deal with the
problem of how to obtain sufficient quantities of mMRNA from dendrites that are
not contaminated by mRNA from neuronal cell bodies or supporting cells. So far,
systematic searches have not yet identified new members of the family of den-
dritic mRNAs whose presence in dendrites in vivo was later confirmed by in situ
hybridization analyses.

Posttranslational Processing Within Dendrites

The presence of MRNAs encoding integral membrane proteins raises the question
of whether dendrites contain the machinery for posttranslational processing of
recently synthesized proteins (specifically, components of the RER and Golgi
apparatus [GA]). This question has been evaluated by assessing the distribution of
protein markers and enzyme activities characteristic of the RER and GA (especially
glycosyltransferase activities).

Initial studies evaluated the distribution of glycosyltransferase activities by
pulse-labeling neurons with the sugar precursors that are the substrates of various
glycosyltransferases that are present in the RER and GA. For example, mannose is
added to nascent glycoproteins in the RER. Thus, when neurons are pulse-labeled
with [®H]mannose under conditions in which transport of recently synthesized
proteins is blocked, the sites of mannose incorporation can be revealed autoradio-
graphically. The same strategy can be applied to higher-order glycosyltransferases
that are characteristic of the GA, for example fucosyltransferase and galactosyl-
transferase. Studies of this type provided the initial evidence for the presence of
both mannosyltransferase and higher-order (Golgi-like) glycosyltransferase activ-
ity in the dendrites of hippocampal neurons grown in culture (Torre & Steward
1996).

Additional evidence regarding the localization of the RER and GA in dendrites
has come from immunocytochemical studies of the subcellular distribution of
proteins that are considered markers of the two endomembrane systems (Torre &
Steward 1996). Immunocytochemical studies of the distribution of ribophorin | (an
RER marker) reveal staining that extends well into dendrites. In general, however,
immunostaining for Golgi markers extended only into proximal dendrites. The
immunocytochemical data were generally consistent with the autoradiographic
evidence regarding the intracellular distribution of glycosyltransferase activity
characteristic of the RER and GA.



312

STEWARD ® SCHUMAN

These data raise the question of what membranous organelles are actually re-
sponsible for the activities characteristic of the RER and GA. Recent electron-
microscopic immunocytochemical studies indicate that the membranous cisterns
present near spine synapses stain for Sec6lalpha protein complex, which is part of
the machinery for translocation of proteins through the RER during their synthesis
(Pierce et al 2000). The cisterns exhibiting labeling have the same appearance
as the cisterns that represent the membranous component of SPRCs. Moreover,
immunostaining for ribosomal protein S3 revealed labeling over the same mem-
branous cisterns that were labeled for Sec6lalpha.

The organelle responsible for higher-order glycosyltransferase (Golgi-like) ac-
tivity remains to be identified. The studies of RER and GA distribution in den-
drites imply that RER is present throughout dendrites whereas machinery for
higher-order glycosylation may be present only in proximal dendrites, at least
in hippocampal neurons in culture (Torre & Steward 1996). Thus, if any in-
tegral membrane proteins are synthesized in distal dendrites of forebrain neu-
rons, their glycosylation may be incomplete. In this regard, nonglycosylated
membrane receptors can still function, although they may have different prop-
erties than fully glycosylated versions of the receptor (Giovannelli et al 1991). It
will be of interest to determine whether the story is different in Purkinje cells,
where the mRNA for at least one integral membrane protein is present throughout
dendrites.

REGULATION OF mRNA TRAFFICKING IN DENDRITES

Evidence that synaptic activation triggers the transport of new mRNA transcripts
to the synapse has come from studies of the immediate earlyAyenérc was
discovered in screens for novel immediate early genes, defined as genes that are
induced by activity in a protein synthesis-independent fashion (Link et al 1995,
Lyford et al 1995). In both studies, the inducing stimulus was a single electrocon-
vulsive seizure, and the protein synthesis independence was ensured by treating
animals with cycloheximide to block protein synthesis (and hence the synthesis
of secondary response genesjc was one of a number of novel immediate early
genes that were identified using this paradigm.

Recent studies have revealed an interesting feature of the traffickiAgcof
MRNA (Steward et al 1998). Patterned synaptic activation both indicesnd
causes the newly synthesized mRNA to localize selectively to activated dendritic
domains. Thiswas demonstrated in studies in whidexpression was induced by
stimulating the entorhinal cortical projections to the dentate gyrus in anesthetized
rats. The projection from the entorhinal cortex to the dentate gyrus (the perforant
path) terminates in a topographically organized fashion along the dendrites of
dentate granule cells. Projections from the medial entorhinal cortex terminate inthe
middle molecular layer of the dentate gyrus, whereas projections from the lateral
entorhinal cortex terminate in the outer molecular layer. Hence, by positioning a
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stimulating electrode in the medial entorhinal cortex, it is possible to selectively
activate a band of synapses that terminate on mid-proximodistal dendrites.

When the medial perforant path was activated using a stimulation paradigm
that is commonly used to induce LTP (400-Hz trains, 8 pulses per train, deliv-
ered at a rate of 1 pulse/10 #tc expression was strongly induced. The newly
synthesized mRNA migrated into dendrites and accumulated selectively in the
middle molecular layer in exactly the location of the band of synapses that had
been activated. Similarly, activation of other afferent systems that terminate at
different locations in the molecular layer caused the newly synthesized mRNA
to localize selectively in other dendritic laminae. For example, simulation of the
lateral entorhinal cortex produced a band of labeling&ar mRNA in the outer
molecular layer; stimulation of the commissural projection produced a band of la-
beling in the inner molecular layer (Steward et al 1998). Thus, these experiments
revealed that synaptic activation generated a signal that caus@dRNA to lo-
calize near the active synapses. The nature of this docking signal remains to be
defined.

Localization ofArc mRNA in activated dendritic laminae is associated with a
local accumulation of Arc protein. Immunostaining of tissue sections from stim-
ulated animals using an Arc-specific antibody revealed a band of newly synthe-
sized protein in the same dendritic laminae in whdeb mRNA was concentrated
(Steward et al 1998). The fact that synaptic activation leads to the selective tar-
geting of both recently synthesized mRNA and protein suggests that the targeting
of the mRNA underlies a local synthesis of the protein. Given that Arc protein
is usually highly localized in postsynaptic junctions, it is likely that the newly
synthesized Arc protein is targeted to the postsynaptic sites in the activated region.
This remains to be established, however.

A number of pieces of the puzzle are still missing. First, it remains to be
established whethekrc is directly involved in activity-induced synaptic modi-
fication. Additional clues t@rc's function will likely come from studies of the
protein itself and its interactions with other functional molecules of the synaptic
junctional region. But even ifrc does turn out to be a red herring, these studies
have delineated RNA trafficking mechanisms that could be used for sorting other
MRNAs that participate in activity-dependent modifications.

Inaddition to the inducedrc mRNA there are other mMRNAs presentindendrites
constitutively. These include the mRNAs for molecules that have already been
strongly implicated in activity-dependent synaptic modification (e.g. the alpha
subunit of CAMII kinase). The mRNAs that are present constitutively provide
an opportunity for local regulation of the synthesis of key signaling molecules
via translational regulation (see below). Hence, protein synthesis at individual
synapses may be regulated in a complex fashion, first through the regulation of the
MRNAs available for translation (i.e. Arc) and then by regulation of the translation
of the mix of MRNASs that are in place, including those present constitutively. How
this is coordinated and how all of these molecules actually fit in to the molecular
consolidation process remain to be established.
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mRNA Binding Proteins

It is very likely that mMRNAs are transported into dendrites in RNA-protein com-
plexes, which contaitrans-acting factors responsible for RNA transportation as
well as components of translational machinery (Knowles et al 1996). In the future,
identification of the minimatis-elements sufficient for dendritic RNA targeting
should facilitate the characterization of ttrans-acting factors that are involved

in this process. Several proteins that are involved in RNA targeting and asymmet-
ric distribution have been describedbmosophilaembryos anKenopusocytes.

One such molecule is staufen, a protein required for the asymmetric distribution of
specific mMRNAs irDrosophilaoocytes and neuroblasts. Recently multiple mam-
malian staufen-related genes have been identified (Kiebler et al 1999, Marion
et al 1999, Tang et al 1999, Wickham et al 1999). At least two of them are present
in hippocampal neurons. Immunostaining experiments indicate somatodendritic
distribution patterns of the staufen protein in hippocampal neurons, with higher
signals in the proximal dendrites compared with distal dendrites in adult hippocam-
pal slices. The staufen distribution pattern overlaps with that of dendritic RNA in
cultured neurons (Tang et al 1999). In addition, RNA-containing staufen protein
particles move along microtubules in the dendrites (Kohrmann et al 1999, Tang
et al 1999). Expression of a truncated staufen, lacking the microtubule-binding
domain, decreases the amount of RNA detected in dendrites (Tang et al 1999).
In addition, overexpression of staufen can increase the amount of clustering of
RNA in cultured hippocampal dendrites (Tang et al 1999). These observations are
consistent with a role for staufen in dendritic RNA targeting. The specific mRNAs
that staufen binds in vivo remain to be determined, as does the potential regulation
of staufen trafficking during synaptic plasticity.

REGULATION OF mRNA TRANSLATION AT SYNAPSES

The selective localization of ribosomes at synapses provides a mechanism for
locally regulating the production of proteins; this is an ideal mechanism to produce
proteins that are necessary for synaptic modification. Local protein synthesis could
involve mRNAs already in place and/or mRNAs that are induced by synaptic
activity and delivered into dendrites. Until recently, there was no experimental
link between synaptic activity and either the transport of mMRNAs into dendrites or
the local translation of these mMRNAs at synapses. Recent studies, however, have
shown that synaptic activity can trigger the transport of new mRNA transcripts to
synaptic sites, as discussed above, and modulate the translation of mMRNAs already
in place, as discussed below.

Initial evidence for synaptic modulation of protein synthesis within dendrites
came from studies of protein precursor incorporation by hippocampal slices in
vitro (Feig & Lipton 1993). When the Schaffer collaterals were activated in the
presence of the cholinergic agonist carbachol, there was an increds@iéugine
incorporation in dendritic laminae as revealed by high-resolution autoradiography.
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Interestingly, neither Schaffer collateral stimulation nor carbachol alone produced
a similar increase in labeling. While the combination of stimulation and carbachol
caused a clear increase in protein synthesis, there was no detectable change in
synaptic strength.

Given the abundance of the mRNAs for the alpha-subunit of CAMKII and
MAP?2 in the dendrites of hippocampal neurons (Burgin et al 1990), one obvious
experiment is to evaluate whether the dendritic synthesis of CAMKII or MAP2
can be modulated by synaptic activity. Two studies have addressed this ques-
tion by stimulating afferent projections to the hippocampus and dentate gyrus
and evaluating CAMKII levels using immunocytochemistry. Ouyang et al (1997,
1999) approached the question by delivering high-frequency stimulation to the
Schaffer collateral system in hippocampal slices in vitro. They observed increased
immunostaining for both phosphorylated and nonphosphorylated CAMKII in the
dendritic laminae. The increase in nonphosphorylated CAMKII occurred within
5 min of high-frequency stimulation and was blocked by anisomycin, strongly
suggesting that the kinase was synthesized in the dendrites. A fast transport of
CAMKII from the cell bodies seemed unlikely given the distance of the CAMKII
increases from the cell bodies (e-g150-20Qum) as well as the fact that these
experiments were conducted at room temperature. In a related study, Steward and
colleagues demonstrated that high-frequency (400-Hz) stimulation of the perforant
path projections to the dentate gyrus in vivo also causes increases in immunos-
taining for CAMKII in the activated dendritic laminae (Steward & Halpain 1999).
There were also alterations in the pattern of immunostaining for MAP2, but the
nature of the changes was different than was the case for CAMKII. Specifically,
the increases in immunostaining for MAP2 occurred in the laminae on each side of
the activated lamina. The changes in immunostaining for MAP2 were diminished
but not eliminated by systemic or local application of protein synthesis inhibitors.
Surprisingly, however, the increases in immunostaining for CAMKII were not
affected by inhibiting protein synthesis. Thus, high-frequency synaptic activity
can cause domain-specific alterations in the molecular composition of dendrites,
but only a portion of the change may be attributable to local protein synthesis. In
comparing these results to those of Ouyang et al (1997, 1999), it is possible that
different stimulation frequencies (e.g. 100 vs 400 Hz) differentially invoke local
synthesis vs trafficking of CAMKII. In addition, these studies were conducted in
different areas of the hippocampus.

Although these combined results suggest synaptic regulation of dendritic pro-
tein synthesis, the possibility that newly synthesized proteins were actually pro-
duced in the neuronal cell body and rapidly transported into the dendrites cannot be
ruled out. In this regard, parallel studies in subcellular fractions provide important
complementary evidence.

Studies in Subcellular Fractions

In addition to the FMRP studies discussed above, recent studies of synapto-
neurosomes prepared from frog tectum have revealed a novel mechanism for
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synaptic regulation of the translation of the alpha subunit of CAMKII. There is
evidence that the formation of eye-specific projections in the tectum is regulated by
activity and that theN-methyl-D-aspartate (NMDA) receptors play an important
role in this process (Sheetz et al 1997). Based on these findings and the fact that
CAMKII mRNA is present in dendrites, Sheetz et al (2000) evaluated how NMDA
receptor activation of synaptoneurosomes from the tectum modulates CAMKII
synthesis. Their results revealed a surprising and complex translation regulation
mechanism. NMDA receptor activation did enhance CAMKII synthesis within
the subcellular fractions (presumably within the synaptoneurosomes). At the same
time, however, there was an increase in the phosphorylation of the initiation factor
IF2, which would be expected to decrease the rate of polypeptide elongation (slow-
ing the overall protein synthesis rate). This apparent paradox can be explained
by the fact that studies of MRNA competition in translation assays reveal that de-
creases in elongation favor the translation of weakly initiated mMRNAs. CAMKII

is one of the mRNAs for which initiation is inefficient, and so general decreases in
elongation consequent to IF2 phosphorylation could lead to increases in CAMKII
synthesis. Sheetz et al (2000) also provided evidence in support of this idea by
showing that low to moderate concentrations of cycloheximide (which partially
inhibited overall protein synthesis) caused increases in the synthesis of CAMKII
at the same time that overall levels of protein synthesis were diminished. These
results thus provided evidence for regulation of CAMKII mRNA translation via
NMDA receptor activation.

Other recent studies using synaptoneurosomes have revealed another novel
mechanism for the control of the translation of CAMKII mRNA at synapses (Wu
et al 1998). An unusual feature of CAMKII mRNA is that it contains a sequence
in its 3-untranslated region that is a consensus sequence for the binding of a
cytoplasmic polyadenylation element (CPE). CPEs are known to play a key role in
regulating the translation of maternal mMRNAs in oocytes. These mRNAs, which
are inherited from the mother, have a selective localization in the oocyte cytoplasm.
The proteins encoded by these maternal MRNAs are often transcription factors that
regulate the development of polarity in the embryo (i.e. defining dorsal vs ventral,
anterior vs posterior, and particular body regions).

Maternal mMRNAs are translationally repressed until fertilization. Upon fertil-
ization, translation repression is relieved through the action of the CPE. Trans-
lationally repressed maternal mRNAs have very short poly-A tails. At fertiliza-
tion, CPE is activated and triggers an elongation of the poly-A tail, resulting
in translation induction. In an interesting experiment, Wu et al (1998) demon-
strated that the translation of CAMKII kinase was regulated in a similar way
in brain. In particular, NMDA receptor activation triggered polyadenylation of
the mRNA for CAMII kinase, which in turn increased the synthesis
of CAMKII protein. They further showed that this activation could be triggered
by behavioral experience (light exposure for animals raised in the dark). This
study thus revealed a second mechanism through which CAMKII protein
synthesis could be regulated at the synapse. It remains to be seen how this
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mechanism interacts with the mechanism suggested in the experiments by Sheetz
et al (2000).

Taken together, this evidence suggests a complex regulation of the translation of
MRNASs at synapses. Activation of particular neurotransmitter receptors appears
to play a role in regulating translation, and both metabotropic and NMDA-type
receptors have beenimplicated in this process. Itremains to be determined whether
different mRNAs are controlled in different ways or whether different control
mechanisms are present at different types of synapses.

Coupling Synaptic Activity to Translation

The signal transduction events that couple synaptic events to the protein translation
machinery are not yet well understood. One signaling pathway that is stimulated
by growth factors and results in the translation of several mMRNAs includes the
rapamycin-sensitive kinase mammalian target of rapamycin [nTOR, also known
as FRAP kinase and RAFT-1; see Brown & Schreiber (1996) for a review]. Several
components of this translational signaling pathway, including mTOR, 4E-BP1, 4E-
BP-2, and elF-4E, are present in the rat hippocampus, as shown by Western blot
analysis and immunostaining studies (Tang et al 1998). In cultured hippocampal
neurons, the distribution of these factors overlaps substantially with a synaptic
protein, synapsin-l, suggesting synaptic localization. Disruption of mTOR ac-
tivity by rapamycin results in deficits in late-phase LTP expression induced by
high-frequency stimulation, while the early phase of LTP is unaffected (Tang
et al 1998). Rapamycin also blocks the synaptic enhancement induced by BDNF
in hippocampal slices (Tang et al 1998) as well as the long-term synaptic facilita-
tion induced by repeated presentations of 5-hydroxytryptamine (5-HAplgtia
synapses in culture (Casadio et al 1999). These results imply an essential role for
the rapamycin-sensitive signaling in three different forms of synaptic plasticity
that require new protein synthesis. The localization of this translational signaling
pathway at synaptic sites may provide a mechanism that controls local protein
synthesis at potentiated synapses.

ROLE OF LOCAL SYNTHESIS IN SYNAPTIC PLASTICITY

Long-Term Potentiation

It is now well accepted that the late phase of LTP requires both transcription and
translation. Indeed, the term late-phase LTP is operationally defined as the tem-
poral phase of potentiation that can be blocked by inhibitors of protein synthesis.
Initial evidence came from studies of hippocampal LTP in vitro, which reported
that three different translation inhibitors, emetine, cycloheximide, and puromycin,
reduced the proportion of slices exhibiting LTP (Stanton & Sarvey 1984). A
fourth inhibitor, anisomycin, reduced only the magnitude of LTP of the population
spike. In subsequent studies of LTP in the dentate gyrus in vivo, it was found that
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pretreatment with anisomycin did not block LTP induction, but did result in the
decay of LTP overtime (Frey et al 1988, Otani & Abraham 1989, Otani et al 1989).
Subsequent studies of LTP in hippocampal slices yielded similar results (protein
synthesis inhibitors block the late phase of LTP but not the early phase). (Nguyen
& Kandel 1997, Osten et al 1996). These studies and others provide the basis for
the widely held conclusion that the synthesis of new proteins is required for long
lasting (e.g>~1 h) potentiation at both the Schaffer collateral-CAl synapses in
the hippocampus and perforant path synapses in the dentate gyrus.

A recent study (Raymond et al 2000) has suggested that the “priming” of LTP
by mGluRs is also mediated by stimulation of local protein synthesis. Priming
refers to the transformation of a small, decaying potentiation into a long-lasting
enhancement by either an agonist or a synaptic stimulation protocol. Activation of
mMGIuRs (by a selective agonist) 20 min before a tetanus promotes LTP induction
and persistence (Cohen & Abraham 1996, Cohen et al 1998). The application of
a protein synthesis inhibitor during mGIuR activation prevents the priming effect
(Raymond et al 2000). Given the rapidity of the priming effee2Q min), these
data are consistent with a mechanism involving mGIuR stimulation of translation
inthe dendrites. This suggestion is further supported by the observation (discussed
earlier) that mGIuR agonists can stimulate protein synthesis in synaptoneurosomes
(Weiler et al 1997).

Although the above studies support the conclusion that the late phase of LTP
requires transcription and translation, they do not indicate whether the new proteins
are synthesized in the cell body or in the dendrites or, for that matter, whether the
required protein synthesis occurs pre- or postsynaptically.

Dissecting Sites of the Protein Synthesis Required for LTP

One of the earliest studies linking dendritic protein synthesis to synaptic plasticity
examined the protein synthesis dependence of potentiation induced by the growth
factors BDNF and neurotrophin-3 (Kang & Schuman 1995, 1996). Application of
either BDNF or neurotrophin-3 to CA1 synapses caused a large and long lasting
(2- to 3-h) enhancement of synaptic transmission (Kang & Schuman 1995). Sur-
prisingly, pretreatment with a protein translation inhibitor blocked both the early
and late phases of the enhancement (Kang & Schuman 1996). This early (e.g.
within 10-min) requirement for protein synthesis is not consistent with a somatic
origin, given the distance between the recording site (distal dendrites) and the
cell bodies. Microlesion experiments, in which the synaptic neuropil was isolated
from the cell bodies, showed directly that the protein synthesis source was not the
cell bodies. Dendrites isolated from their cell bodies still exhibited growth-factor-
induced synaptic potentiation that was sensitive to translation inhibitors. More
recent experiments have shown that BDNF can stimulate the translation of a den-
dritically localized green fluorescent protein mRNA in isolated dendrites (Smith
etal 1999).
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Long-Term Depression

Proteins synthesized in dendrites may also contribute to long-term decreases in
synaptic strength or long-term depression (LTD). There are two forms of LTD,
one that requires the activation of NMDA receptors and the other that requires
the activation of mGIluRs. Capitalizing on the link between mGIuR activity and
stimulation of dendritic protein synthesis, Bear and colleagues examined whether
MGIuR-dependent LTD requires protein synthesis that is local (Huber et al 2000).
The induction of LTD by an mGIluR agonist was inhibited by bath application of ani-
somycin or the postsynaptic infusion of MRNA cap anald@pppG (Huber et al
2000). In addition, dendrites dissociated from their cell bodies still showed mGIuR
agonist-induced LTD, although the anisomycin sensitivity of this plasticity was not
examined. Taken together with the results above, these data indicate that locally
synthesized proteins can contribute to bidirectional changes in synaptic strength.

Long-Term Facilitation in Aplysia Species

There is abundant evidence that long-term synaptic modifications in invertebrates
also require local protein synthesis at or near synapses. An entire review could be
written on this topic, so here we summarize the evidence only briefiplysia

the molecular bases of behavioral sensitization have been studied in a variety of
reduced preparations, including the synapses formed between isolated sensory
and motoneurons in culture (Montarolo et al 1986). In this system, repeated ap-
plications of 5-HT result in a protein synthesis-dependent long-term facilitation
of synaptic transmission between the sensory and motoneurons (Clark & Kandel
1993, Martin et al 1997). When a single sensory neuron with a bifurcating axon
contacts two different motoneurons, five pulses of 5-HT to one synapse, but not the
other, results in synapse-specific long-term facilitation at the 5-HT-treated synapse
(Martin et al 1997). This long-term facilitation requires local protein synthesis:
restricted application of a translation inhibitor to the 5-HT-treated synapse blocks
the facilitation (Martin et al 1997). The long-term facilitation can be “captured”
by the neighboring “naive” synapse if it is treated with single application of 5-HT
within a few hours (Casadio et al 1999, Martin et al 1997). The long-term (e.g.
72-h) expression of synaptic capture also requires local protein synthesis. If a
translation inhibitor is coapplied with the single 5-HT pulse to the “naive,” this
synapse will no longer exhibit long-term facilitation (Casadio et al 1999).

SUMMARY

The presence of polyribosomes, translation machinery, and mRNAs in dendrites
endows individual synapses with the capability to independently control synaptic
strength through the local synthesis of proteins. Studies in the past few years have
provided strong evidence linking synaptic plasticity to dendritic protein synthesis
and mRNA trafficking. Relatively little is know about how these processes are
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regulated including the coupling of synaptic signaling to translation machinery,
the selective translation of specific MRNAs present at synapses, and the specific
delivery of newly transcribed mRNAs to activated synaptic sites. Future studies
will no doubt continue to strengthen the idea that local control of synaptic mMRNAs
and proteins is essential for maintaining the complexity of synaptic connections
in the nervous system.
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